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17 genes
omitted



date: Fri Dec 4 13:42:50 2015
build: hgl8
display range: chr11:94500230-97499598 [94500230-97499598]
hilite range: 0-0 [0-0]
reference SNP: chr11:96925477
number of SNPs plotted: 22544
min p_value: 1.15E-25 [chr11:96925477]
max p_value: 9.91E-1 [chr11:94563679]
omitted Genes: Tmem92, Gm11544, A730090HO04Rik
omitted Genes: Ube2z, Atp5g1, Hoxb5
omitted Genes: Mirl0a, Hoxb4, Hoxb3
omitted Genes: Hoxb2, Hoxbl, Sp2
omitted Genes: Scrn2, Lrrc46, Osbpl7
omitted Genes: Mir8103, 4933428G20Rik

Make more plots at http://csg.sph.umich.edu/locuszoom/



