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date: Fri Dec 4 14:00:48 2015
build: hgl8
display range: chr11:95131131-102813217 [95131131-102813217]
hilite range: 0-0 [0-0]
reference SNP: chr11:96464555
number of SNPs plotted: 32300
min p_value: 6.24E-7 [chr11:96464555]
max p_value: 9.91E-1 [chr11:102785747]

omitted Genes: Zfp6520s, B130006D01RIik, Zfp652
omitted Genes: Phosphol, Abi3, Gngt2
omitted Genes: 4833417C18Rik, B4galnt2, Igf2bpl
omitted Genes: Mir3063, Atp5g1, Calcoco2
omitted Genes: Gm11538, Mirl96a-1, Hoxb6
omitted Genes: Hoxb5, Mirl0a, Hoxb4
omitted Genes: Hoxb3, Hoxb2, Hoxbl
omitted Genes: Gm11529, Gm11517, Mirl52
omitted Genes: Cdk5rap3, DO30028A08RIk, Lrrc46
omitted Genes: Mrpl10, Osbpl7, Mir8103
omitted Genes: Tbx21, Tbkbpl, Mir7235
omitted Genes: Kpnbl, Npepps, Gprl79
omitted Genes: Socs7, Arhgap23, 4933428G20Rik
omitted Genes: 2410003L11Rik, E130012A19Rik, 1700001P01Rik

Make more plots at http://csg.sph.umich.edu/locuszoom/
omitted Genes: Rpl23, Snora2l, Laspl



