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date: Fri Dec 4 14:01:45 2015
build: hgl8
display range: chrl17:32850812-35651177 [32850812-35651177]
hilite range: 0-0 [0-0]
reference SNP: chrl7:34000277
number of SNPs plotted: 20225

min p_value: 1.11E-77 [chr17:34000277]

max p_value: 9.73E-1 [chrl17:34750669]
omitted Genes: OIfr55, OIfr239, Gm4461
omitted Genes: BC033916, BC051226, Zbtb22
omitted Genes: Pfdn6, Wdr46, B3galt4
omitted Genes: Rpsl18, Vps52, H2-K2
omitted Genes: AA388235, H2-K1, Mir219a-1
omitted Genes: Mir219c, H2-Ke6, Slc39a7
omitted Genes: Collla2, H2-DMb1, Tap2
omitted Genes: H2-Ob, H2-Abl, H2-Eb2
omitted Genes: H2-Ea-ps, Egfl8, Ppt2
omitted Genes: Prrtl, Fkbpl, Atf6b
omitted Genes: Cfb, Mir6972, C2
omitted Genes: Zbtb12, Ehmt2, Sic44a4
omitted Genes: 1110038B12Rik, Snord52, Hspalb
omitted Genes: Hspall, Lsm2, Vwa7

Make more plots at http://csg.sph.umich.edu/locuszoom/
omitted Genes: Sapcdl, Ddah2, G6bos



