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date: Fri Dec 4 14:10:49 2015
build: hgl8
display range: chrl7:47191169-50796168 [47191169-50796168]
hilite range: 0-0 [0-0]
reference SNP: chrl7:48415672
number of SNPs plotted: 24870
min p_value: 3.66E-6 [chrl17:48415672]
max p_value: 10E-1 [chrl7:49176129]
omitted Genes: Tomm6, Tomm6os, Prickle4
omitted Genes: Frs3os, Trem2, Tremll
omitted Genes: Nfya, Oard1, Apobec2

omitted Genes: Tspo2, Unc5cl

Make more plots at http://csg.sph.umich.edu/locuszoom/



